nodel #pos #bps #seqs description

bacteria 1582 480 93 frequency of deletions at each
position
7’
. | \ 1 1 _ 2 =l coo
L AR ' - - rrrrn [ Frrrrnd IIHI!II
1 _ = Z Moo 1 _ ; oP090
70l z -
E E I~ {E}S- z _.—1200
E-g ~ o 50~ Y-
- 80 _ Frrrrnd // -
N \ - ! o//// /.:
Vg 1 1 - w,
Frrrrnd LI T T T T I A B O O | o = (¢) “3 -
/ 1 - ° -
1 1 ’y No- ‘O\\ -
7 / /// \\\\.o\ ! -
od L o 1000 - 1300
\ o N m
[N S O - - W
By = ool - h J\\
o b - Y 1 E \\\ I
\ (4 -
S z | |.| NN E = \*\\\ =
/7 , 7 1 2 - / WD
P - - ;N . { ‘o
// - I ‘ \\\
’ - N 0 / L T T A A \
177 - N (RS ’ 1 .
I‘ I \\\\\ -0 ’ -
e [ \\ 7 _ -
! NS I - ' m “ -
\ \ rrrrrrrend < -
W e -
= 1 \ 8 - _ = 1 P -
L L | | — 1400= -
aod ! b -~ -
- e ]
z ] :
- ~ - incl
, T, - u by
" - LEGEND all  mask
1 A B - - - -
) ! 60099 0ldooo o - zero del etions 1375 1304
1 ] N L O R I | rrrrrrn -
1 09 %00 - [ < 0.001 segs have delete 0 0
1y - i ncl uded by nask
/ N y
. ’y, N N . (all colors) 1376 1376
/ - excl uded by mask
- 1- (o] (al'l colors) 206 0
= p v E.‘1500 fraction of seqs with deletes:
A - :I (0. 001- 0. 050) 70 51
- -4 [ 0. 050- 0. 200) 29 11
S - §:§ [ 0. 200- 0. 350) 31 6
- _8' [ 0.350-0. 500) 14 1
_ [0.500- 0. 750) 56 3
-7 [0.750-1.000] 7 0
- \ 1
00 00oom
o [ Frrrrnd
1 1
o =m

o

o

created by the SSU-ALIGN package (http://selab.janelia.org/software.html)
20f structure diagram derived from CRW database (http://www.rna.ccbb.utexas.edu/)



