
model     #res  #bps
--------  ----  ----
bacteria  1582   480

seqlen
------
  1542

sequence name                  
-------------------------------
00841::Escherichia_coli::J01695

alifile: ../bacteria-0p1.p.stk
page 58structure diagram derived from CRW database: http://www.rna.ccbb.utexas.edu/
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