
model    #pos  #bps
-------  ----  ----
eukarya  1881   448

 #seqs
------
    89

description                      
---------------------------------
mutual information per basepaired
position                         

created by the SSU-ALIGN package (http://selab.janelia.org/software.html)
structure diagram derived from CRW database (http://www.rna.ccbb.utexas.edu/)

5’

3’

100

200

300

400

500

600

700

800

900

1000

1100

1200

1300

1400

1500

1600

1700

1800

LEGEND count
-------------------------------------- -----

single-stranded   985

0 complete basepairs     0

mutual information per position (bits):

[0.000-0.167)   616

[0.167-0.333)    86

[0.333-0.500)   116

[0.500-0.667)    56

[0.667-0.833)    20

[0.833-1.000]     2


